Amino acid sequences of tyrosine sulfation site of previous tested peptide substrates. a The K m values are quoted from our previous published article 16 . Potentially sulfatable tyrosine residues are colored in red. We predicted primary sulfation site based on previous biochemical and bioinformatics study and aligned the sequences with primary sufation site. Primarily sulfated tyrosine residues are underlined. For complement C4, the original sequence of C4P5Y3 is shown. Y16 of CCR8 was reported to be not a sulfated residue 19, 30, [41] [42] [43] . One of the major criteria appears to be the presence of acidic amino acid residues such as aspartic or glutamic acid (colored orange). Other than acidic residues, turn-inducing amino acids such as proline or glycine, positively charged residue, and hyrophobic residues are colored in green, blue, and gray, respectively.
